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<120> ENOD2 Gene Regulatory Region 

<130> MPS 4-87FD2 

<140> 09/564,142 

<141> 2000-05-03 

<150> 08/859,555 

<151> 1997-05-20 

<160> 6 

•<170> Patentln version 3.1 

<210> 1 

<211> 3060 

<212> DNA 

<213> Glycine max 



<400> 1 



ggatccttac 


acaggccaga 


catccccaag 


ttctcaaata 


agacaaattt 


ggttgttctt 


60 


ttcttaatat 


ttcacaggga 


gatgttctgt 


cttttgattt 


ggggatttca 


tttagcacat 


120 


aacaaacagt 


taacaaaatt 


tcgccccacc 


aaaaagatgt 


tgcactagaa 


ctcaacatag 


180 


tagctacaac 


taattctgta 


aaagttctgt 


tctttctttc 


agctttaccg 


ttcatttcag 


240 


gtgaatatgg 


agcagttgtt 


tcatgtatga 


ttccatgcaa 


attataaaac 


tcattaaaca 


300 


aactggaatc 


atactctgtg 


cctctatcac 


ttcgaagttt 


cttaattttc 


ttattgaatt 


360 


gattttcaat 


ttctgttaca 


aataacttaa 


acatgtcaag 


cgcttcactt 


ttatttttca 


420 


taagatatac 


atatatatat 


aatcagagca 


gtcatcaata 


aaagtgataa 


aatatcgttt 


480 


tccatttctg 


gtcaacgttc 


catcaaattc 


acatatatca 


gaatgtatta 


aatccaatgg 


540 


ctcagattct 


ttaactactg 


atttttgtga 


ttttttagtt 


attttagatt 


gactgcaaaa 


600 


aacacacttt 


tcaaagtgat 


ttgaagatag 


ctttggaata 


aaacctaagt 


tactcatatt 


660 


agatatgcaa 


cgactattta 


tatgacaaag 


tctagaatgc 


cagaattaaa 


atcacacagc 


720 


atgtaagcag 


aaggagaaac 


tttattaata 


tcaagattca 


atttgaacat 


gccatcagtg 


780 


gcgtaccctt 


tccctacaaa 


taccccattc 


ttggtcaaag 


taaataaatc 


tgcacctatg 


840 


gtctgagtaa 


acccagcctt 


gtttaaaaga 


aaaccagaaa 


ccagattctt 


tctcatctct 


900 


ggagtatgca 


tcacatcttt 


gagaatcaaa 


gtctttccag 


aggtaaactt 


cagttcaaca 


960 


tctccagttc 


tagcaacagt 


agtggtgtgg 


gaatcac.cca 


acaacacttt 


cttattttca 


1020 



acattcgtgt 


atgttttaaa 


catagcatga 


tctttatact 


tgtatttttt 


ttttgtttta 


1080 


gtttctatac 


ttaaaaattc 'tgttttatta 


tttttacgcc 


ttagttttct 


agcaatctaa 


1140 


aactgatata 


aaatagaagt 


ataacgacta 


aaacataaaa 


aaaaaaaatt 


gtataaaaaa 


1200 


taaagcatat 


agctttcatt 


catatataag 


aactaaactg 


aaataccagt 


gtaagtataa 


1260 


gaactaatcg 


ataaattaag 


ccaaattaag 


ggtacatatt 


atttttaaga 


aaattaggcc 


1320 


gggtatatat 


ttttaaaaag 


gactatacac 


tatgtgacga 


tagaaataat 


aggtatgtag 


1380 


atgtatgtta 


agtattttct 


aatgtgtttt 


ttactttctc 


tatcacactt 


gttattttct 


1440 


cactattttt 


ttctcttgtt 


tctctgttat 


tttcactcta 


aaactggagt 


aatatgttta 


1500 


tgactacaac 


acattttgac 


atgacttagg 


attaacatat 


attatgataa 


aataactaaa 


1560 


gattgataac 


cttgatagaa 


aagcttctca 


tgtctcctct 


ccctataagt 


agtttcccat 


1620 


tgttatcact 


tttcatcagc 


acaagctaag 


acatgacttc 


tgtactacac 


tactcactcc 


1680 


tgctgctcct 


gcttggagtg 


gtgattctca 


ccactccagt 


gctagctaat 


ttgaagccac 


1740 


gcttcttcta 


tgagcctcct 


ccaattgaga 


aaccccccac 


ctatgaacct 


ccaccatttt 


1800 


ataagccccc 


atactaccca 


ccaccagtgc 


accaccctcc 


accagagtac 


caaccacccc 


1860 


atgaaaaaac 


accacctgag 


tatctacctc 


ctcctcatga 


gaaaccacca 


ccagaatacc 


1920 


tacctcctca 


tgagaaaccg 


ccaccagaat 


accaacctcc 


tcatgagaaa 


ccaccccatg 


1980 


agaatccacc 


accggagcac 


caaccacctc 


atgagaagcc 


accagagcac 


caaccacctc 


2040 


atgagaagcc 


accaccagag 


tatgaaccac 


ctcatgagaa 


accaccacca 


gaataccaac 


2100 


cacctcatga 


gaagccacca 


ccagaatacc 


aaccacctca 


tgagaaacca 


ccaccagaat 


2160 


accaaccacc 


tcatgagaag 


ccaccaccag 


agcaccaacc 


acctcatgag 


aagccaccag 


2220 


agcaccagcc 


acctcatgag 


aagccaccac 


cagagtatca 


accacctcat 


gagaaaccac 


2280 


caccagaata 


ccaacctcct 


caagaaaagc 


caccacatga 


aaaaccaccg 


ccagaatacc 


2340 


aacctcctca 


tgaaaagcca 


ccaccagaac 


accaacctcc 


ccatgaaaag 


ccaccaccag 


2400 


tgtacccacc 


cccttatgag 


aaaccaccac 


cagtgtatga 


acccccttat 


gagaagccac 


2460 


ccccagtagt 


gtatccacct 


cctcatgaga 


aaccacccat 


ttatgagcca 


ccgccattgg 


2520 


agaagccacc 


ggtctacaat 


cccccacctt 


atggccgcta 


tccaccatcc 


aagaaaaact 


2580 


aataaccact 


tgcctgcgtc 


acatgttttg 


gtctactcaa 


acttagacct 


gccctttgtc 


2640 


atataaagct 


ttctgtttct 


gtttaagatc 


tcaagtacaa 


tatgtccctt 


ctgcatgcac 


2700 


tacttcttca 


aaataaaggc 


tttatgccta 


tgtataatac 


tctactttaa 


ttctcctttc 


2760 


accatcgata 


ttgtaatgtc 


aactactagt 


gtgggtttat 


ctatggctat 


aataagtttt 


2820 



tctttgtgtt tacttatgag tctttgtttt taattgcatg ctaaaaattg gcaaaaacat 2880 

atataattct gttcgtacat gttttatttt atgaacttca taagtaccgg taaagcaatg 2940 

ataatgtgta aagttgcttg gtctatatat atgtttaaat acacatatct ctaaaccgtc 3000 

aatgagaaat actctctgta cctgtttatt caacttggaa aactaaacca cataataaac 3060 

<210> 2 

<211> 309 

<212> PRT 

<213> Glycine max 

<400> 2 

Met Thr Ser Val Leu His Tyr Ser Leu Leu Leu Leu Leu Leu Gly Val 
15 10 15 

Val lie Leu Thr Thr Pro Val Leu Ala Asn Leu Lys Pro Arg Phe Phe 
20 25 ~ 30 

Tyr Glu Pro Pro Pro lie Glu Lys Pro Pro Thr Tyr Glu Pro Pro Pro 
35 40 45 

Phe Tyr Lys Pro Pro Tyr Tyr Pro Pro Pro Val His His Pro Pro Pro 
50 55 60 

Glu Tyr Gin Pro Pro m His Glu Lys Thr Pro Pro Glu Tyr Leu Pro Pro 
65 70 75 80 

Pro His Glu Lys Pro Pro Pro Glu Tyr Leu Pro Pro His Glu Lys Pro 
85 1 90 95 

Pro Pro Glu Tyr Gin Pro Pro His Glu Lys Pro Pro His Glu Asn Pro 
100 , 105 110 

Pro Pro Glu His Gin Pro Pro His Glu Lys Pro Pro Glu His Gin Pro 
115 120 125 

Pro His Glu Lys Pro Pro Pro Glu Tyr Glu Pro Pro His Glu Lys Pro 
130 135 140 

Pro-Pro Glu Tyr Gin Pro Pro His Glu Lys Pro Pro Pro Glu Tyr Gin 
145 150 155 160 



Pro Pro His Glu Lys Pro Pro Pro Glu Tyr Gin Pro Pro His Glu Lys 
165 170 175 



Pro Pro Pro Glu His Gin Pro Pro His Glu Lys Pro Pro Glu His Gin 
180 185 ^ 190 



Pro Pro His Glu Lys Pro Pro Pro Glu Tyr Gin Pro Pro His Glu Lys 
195 200 * 205 



Pro Pro Pro Glu Tyr Gin Pro Pro Gin Glu Lys Pro Pro His Glu Lys 
210 215 220 



Pro Pro Pro Glu Tyr Gin Pro Pro His Glu Lys Pro Pro Pro Glu His 
225 230 235 240 



Gin Pro Pro His Glu Lys Pro Pro Pro Val Tyr Pro Pro Pro Tyr Glu 
245 250 255 



Lys Pro Pro Pro Val Tyr Glu Pro Pro Tyr Glu Lys Pro Pro Pro Val 
260 265 * ~ 270 ■ 



Val Tyr Pro Pro Pro His Glu Lys Pro Pro He Tyr Glu Pro Pro Pro 
275 280 285 



Leu Glu Lys Pro Pro Val Tyr Asn Pro Pro Pro Tyr Gly Arg Tyr Pro 
290 295 300 



Pro Ser Lys Lys Asn 
305 



<210> 3 

<211> 239 

<212> PRT 

<213> Glycine max 

<400> 3 

Met Ser Leu Leu Gin Leu Arg Asn Pro Pro Pro Met 'Asn Leu His His 
15 10 15 



Phe He Ser Pro His Thr Thr His His Gin Cys Thr Thr Leu His Gin 
20 25 30 



Ser Thr Asn His Pro Met Lys Lys His His Leu Ser He Tyr Leu Leu 
35 40 45 



Leu Met Arg Asn His His Gin Asn Thr Tyr Leu Leu Met Arg Asn Arg 
50 55 - 60 



His Gin Asn Thr Asn Leu Leu Met Arg Asn His Pro Met Arg" He His 



65 



70 



75 



80 



His Arg Ser Thr Asn His Leu Met Arg Ser His Gin Ser Thr Asn His 
85 90 95 



Leu Met Arg Ser His His Gin Ser Met Asn His Leu Met Arg Asn His 
100 105 110 



His Gin Asn Thr Asn His Leu Met Arg Ser His His Gin Asn Thr Asn 
115 120 125 



His Leu Met Arg Asn His His Gin Asn Thr Asn His Leu Met Arg Ser 
130 135 140 



His His Gin Ser Thr Asn His Leu Met Arg Ser His Gin Ser Thr Ser 
145 150 155 160 



His Leu Met Arg Ser His His Gin Ser lie Asn His Leu Met Arg Asn 
165 170 175 



His His Gin Asn Thr Asn Leu Leu Lys Lys Ser His His Met Lys Asn 
180 185 * 190 



His Arg Gin Asn Thr Asn Leu Leu Met Lys Ser His His Gin Asn Thr 
195 200 205 



Asn Leu Pro Met Lys Ser His His Gin Cys Thr His Pro Leu Met Arg 
210 215 220 



Asn His His Gin Cys Met Asn Pro Leu Met Arg Ser His Pro Gin 
225 230 235 



<210> 4 

<211> 3856 

<212> DNA 

<213> Glycine max 

<220> 

<221> misc_feature 

<222> (444) . . (449) 

<223> Unknown nucleotide. 



<220> 

<221> misc_feature 

<222> (865) . . (866) 

<223> Unknown nucleotide. 



<400> 4 



aagcttgaca 


aaagataaat 


gctttgtggg 


gtggcgtagc 


gtctttatgc 


agcaatggtt 


60 


tatgtaattt 


atgtaatggg 


gtggtcactc 


ctagtgactg 


tcctctgtgt 


tatgattaat 


120 


gaaatgtttt 


gctttttcga 


aaagaacaaa 


aaatccttaa 


gttcacccca 


tttgtaaata 


180 


gtctcttaca 


ttgaattggg 


gttgaattat 


taaagaagaa 


atctcaacta 


cttatttatt 


240 


ttaaatttca 


atcatttatt 


agtttaattt 


ttataaatca 


cttttctaaa 


tattaaaata 


300 


taataaaact 


cttctaaaaa 


cataataaaa 


ttaataacta 


aaataaataa 


attatttttt 


360 


attggtattt 


atttttgttt 


tttttttttc 


taaattcata 


ttcttttact 


tatgttttaa 


420 


tagacaaaaa 


actgatttgt 


aacnnnnnnc 


atgtatagaa 


aactattcct 


ttaacctata 


480 


aaaaactatc 


attaaaatat 


tttttaagat 


aattattata 


aaaatcaaca 


aacttattaa 


540 


taatatatga 


ttcaataata 


atatataaaa 


tctttgcatc 


taacataaat 


tataataata 


600 


ttacaatttt 


ttcctttaaa 


tcaattttac 


attttaaaaa 


atcaaattaa 


attcatatcc 


660 


gactattgct 


gcgcatgata 


ggctctaaaa 


gaccatccca 


ttcacatatt 


aatatcttat 


720 


tcaacgttaa 


tctgtgttct 


gttagattcc 


aaagattcca 


gtgaatagtg 


atggctaaga 


780 


acagtttctt 


gacctttcgc 


taacaagcaa 


gcctacctat 


acaagctcca 


attattttct 


840 


tttttgagga 


ttgctccatt 


tattnnccga 


caaaacatac 


atgcatctaa atgtggcagc 


900 


atgctaaagt 


tttggtgagg 


ctatagtaaa 


atatgaaata 


aagatttgaa 


gtttcagccc 


960 


aatataaaaa 


aaaaattaat 


tccttctgaa 


atgaaaagag 


tatcaaagaa 


gatataatca 


1020 


gtaaaatctt 


tttcataagc 


attgatctgg 


atacatcaac 


tttgatgcgt 


tggaaatact 


1080 


gtgctcaagt 


ttgacagcaa 


ttcttggaat 


tttttcgcca 


caacagaagc 


tccagacgat 


1140 


tatgatttat 


gaccttatat 


gatgttagtt 


acgtgaaagt 


aattagaatc gcatttgcta 


1200 


actattagca 


attttttttt 


ttaagctaat 


gcaagtgaca 


gaatcttagg 


tctctataat 


1260 


ttgaacctgt 


ggcggtggaa 


ctcgtacttc 


atgtgctgaa 


aagaacttga 


tattttttta 


1320 


agggaaataa 


tatatatcaa 


tgctcctaag 


tcctaaactt 


tatcttcttt 


ggcagctaaa 


1380 


tttactttaa 


aaagaaataa 


gattaaataa 


ctttttctta 


caagaaaata 


tatttaatta 


1440 


ttaattgtta 


agtttaacgt 


ctttttatac 


atttatttgt 


tttaaattcc 


agtcatcttt 


1500 


ttaacataat 


tccaatcatt 


tattagtttt 


acttttataa 


acaataaaac 


ataattaatt 


1560 




aaaacagaua 


gaagtttttt 


aattgttttt 


tattatcaaa 


tttcaatttt 


1620 


aacatatttt 


ataatagata 


aaatgaattg 


taacaaatta 


atgattgacc 


ttatagataa 


1680 


gtaatttagc 


caacaacttt 


tttagtatta 


aattgataga 


aaaattaagc 


tatatttggg 


1740 


gggggggggg 


gtcaagttta 


atgaagttaa 


agttcat.tga 


atatatttgt 


aaaaaaagat 


1800 



aaagggttta 


aggtctaata 


gagataatat 


ttaaggactt 


aattaattat 


ttgatcttta 


1860 


tacttgtatt 


ttttttttgt 


tttagtttct 


atacttaaaa 


attctgtttt 


attattttta 


1920 


cgccttagtt 


ttctagcaat 


ctaaaactga 


tataaaatag 


aagtataacg 


actaaaacat 


1980 


aaaaaaaaaa 


aattgtataa 


aaaataaagc 


atatagcttt 


cattcatata 


taagaactaa 


2040 


actgaaatac 


cagtgtaagt 


ataagaacta 


atcgataaat 


taagccaaat 


taagggtaca 


2100 


tattattttt 


aagaaaatta 


ggccgggtat 


atatttttaa 


aaaggactat 


acactatgtg 


2160 


acgatagaaa 


taataggtat 


gtagatgtat 


gttaagtatt 


ttctaatgtg 


ttttttactt 


2220 


tctctatcac 


acttgttatt 


ttctcactat 


ttttttctct 


tgtttctctg 


ttattttcac 


2280 


tctaaaactg 


gagtaatatg 


tttatgacta 


caacacattt 


tgacatgact 


taggattaac 


2340 


atatattatg 


ataaaataac 


taaagattga 


taaccttgat 


agaagcttct 


catgtctcct 


2400 


ctccctataa 


gtagtttccc 


attgttatca 


cttttcatca 


gcacaagcta 


agacatgact 


2460 


tctgtactac 


actactcact 


cctgctgctc 


ctgcttggag 


tggtgattct 


caccactcca 


2520 


gtgctagcta 


atttgaagcc 


acgcttcttc 


tatgagcctc 


ctccaattga 


gaaacccccc 


2580 


acctatgaac 


ctccaccatt 


ttataagccc 


ccatactacc 


caccaccagt 


gcaccaccct 


2640 


ccaccagagt 


accaaccacc 


ccatgaaaaa 


acaccacctg 


agtatctacc 


tcctcctcat 


270.0 


gagaaaccac 


caccagaata 


cctacctcct 


catgagaaac 


cgccaccaga 


ataccaacct 


2760 


cctcatgaga 


aaccacccca 


tgagaatcca 


ccaccggagc 


accaaccacc 


tcatgagaag 


2820 


ccaccagagc 


accaaccacc 


tcatgagaag 


ccaccaccag 


agtatgaacc 


acctcatgag 


2880 


aaaccaccac 


cagaatacca 


accacctcat 


gagaagccac 


caccagaata 


ccaaccacct 


2940 


catgagaaac 


caccaccaga 


ataccaacca 


cctcatgaga 


agccaccacc 


agagcaccaa 


3000 


ccacctcatg 


agaagccacc 


agagcaccag 


ccacctcatg 


agaagccacc 


accagagtat 


3060 


caaccacctc 


atgagaaacc 


accaccagaa 


taccaacctc 


ctcaagaaaa 


gccaccacat 


3120 


gaaaaaccac 


cgccagaata 


ccaacctcct 


catgaaaagc 


caccaccaga 


acaccaacct 


3180 


ccccatgaaa 


agccaccacc 


agtgtaccca 


cccccttatg 


agaaaccacc 


accagtgtat 


3240 


gaaccccctt 


atgagaagcc 


acccccagta 


gtgtatccac 


ctcctcatga 


gaaaccaccc 


3300 


atttatgagc 


caccgccatt 


ggagaagcca 


ccggtctaca 


atcccccacc 


ttatggccgc 


3360 


tatccaccat 


ccaagaaaaa 


ctaataacca 


cttgcctgcg 


tcacatgttt 


tggtctactc 


3420 


aaacttagac 


ctgccctttg 


tcatataaag ctttctgttt 


ctgtttaaga 


tctcaagtac 


3480 


aatatgtccc 


ttctg.ca.tgc 


actacttctt 


caaaataaag 


gctttatgcc 


tatgtataat 


3540 


actctacttt 


aattctcctt 


tcaccatcga 


tattgtaatg 


tcaactacta 


gtgtgggttt 


3600 



atctatggct 


ataataagtt 


tttctttgtg 


tttacttatg 


agtctttgtt 


tttaattgca 


3660 


tgctaaaaat 


tggcaaaaac 


atatataatt 


ctgttcgtac 


atgttttatt 


ttatgaactt 


3720 


cataagtacc 


ggtaaagcaa 


tgataatgtg 


taaagttgct 


tggtctatat 


atatgtttaa 


3780 


atacacatat 


ctctaaacct 


gtcaatgaga 


aatactctct 


tgtaccttgt 


ttattcaact 


3840 


tgggagacta 


aaccta 










3856 



<210> 5 

<211> 309 

<212> PRT 

<213> Glycine max 

<400> 5 

Met Thr Ser Val Leu His Tyr Ser Leu Leu Leu Leu Leu Leu Gly Val 
1 5 10 15 



Val lie Leu Thr Thr Pro Val Leu Ala Asn Leu Lys Pro Arg Phe Phe 
20 25 30 



Tyr Glu Pro Pro Pro lie Glu Lys Pro Pro Thr Tyr Glu Pro Pro Pro 
35 40 * 45 



Phe Tyr Lys Pro Pro Tyr Tyr Pro Pro Pro Val His His Pro Pro Pro 
50 55 60 



Glu Tyr Gin Pro Pro His Glu Lys Thr Pro Pro Glu Tyr Leu Pro Pro 
65 70 75 ^ 80 



Pro His Glu Lys Pro Pro Pro Glu Tyr Leu Pro Pro His Glu Lys Pro 
85 * 90 95 



Pro Pro Glu Tyr Gin Pro Pro His Glu Lys Pro Pro His Glu Asn Pro 
100 105 "* 110 



Pro Pro Glu His Gin Pro Pro His Glu ■ Lys Pro Pro Glu His Gin Pro 
115 120 125 



Pro His Glu Lys Pro Pro Pro Glu Tyr Glu Pro Pro His Glu Lys Pro 
130 135 * 140 



Pro Pro Glu Tyr Gin Pro Pro His Glu Lys Pro Pro Pro Glu Tyr Gin 
145 150 155 160 



Pro Pro His Glu Lys Pro Pro Pro Glu Tyr Gin Pro Pro His Glu Lys 
165 170 . 175 



Pro Pro Pro Glu His Gin Pro Pro His Glu Lys Pro Pro Glu His Gin 
180 185 - 190 



Pro Pro His Glu Lys Pro Pro Pro Glu Tyr Gin Pro Pro His Glu Lys 
195 200 205 



Pro Pro Pro Glu Tyr Gin Pro Pro Gin Glu Lys Pro Pro His Glu Lys 
210 215 220 



Pro Pro Pro Glu Tyr Gin Pro Pro His Glu Lys Pro Pro Pro Glu His 
225 230 235 240 



Gin Pro Pro His Glu Lys Pro Pro Pro Val Tyr Pro Pro Pro Tyr Glu 
245 250 * 255 



Lys Pro Pro Pro Val Tyr Glu Pro Pro Tyr Glu Lys Pro Pro Pro Val 
260 265 J ~ 270 



Val Tyr Pro Pro Pro His Glu Lys Pro Pro lie Tyr Glu Pro Pro Pro 
275 280 285 



Leu Glu Lys Pro Pro Val Tyr Asn Pro Pro Pro Tyr Gly Arg Tyr Pro 
290 295 300 



Pro Ser Lys Lys Asn 
305 



<210> 6 

<211> 238 

<212> PRT 

<213> Glycine max 

<400> 6 

Met Ser Leu Leu Gin Leu Arg Asn Pro Pro Pro Met Asn Leu His His 

1.5 10 15 



Phe He Ser Pro His Thr Thr His His Gin Cys Thr Thr Leu His Gin 
20 25 ' 30 



Ser- Thr Asn His Pro Met Lys Lys His His Leu Ser He Tyr Leu Leu 
35 40 45 



Leu Met Arg Asn His His Gin Asn Thr Tyr Leu Leu Met Arg Asn Arg 
50 55 ^60 



His Gin Asn Thr Asn Leu Leu Met Arg Asn His Pro Met Arg lie His 
65 70 75 80 



His Arg Ser Thr Asn His Leu Met Arg Ser His Gin Ser Thr Asn His 
85 90 • 95 



Leu Met Arg Ser His His Gin Ser Met Asn His Leu Met Arg Asn His 
100 105 110 



His Gin Asn Thr Asn His Leu Met Arg Ser His His Gin Asn Thr Asn 
115 120 125 



His Leu Met Arg Asn His His Gin Asn Thr Asn His Leu Met Arg Ser 
130 135 140 



His His Gin Ser Thr Asn His Leu Met Arg Ser His Gin Ser Thr Ser 
145 150 155 160 



His Leu Met Arg Ser His His Gin Ser He Asn His Leu Met Arg Asn 
165 170 175 



His Gin Asn Thr Asn Leu Leu Lys Lys Ser His His Met Lys Asn His 
180 185 190. 



Arg Gin Asn Thr Asn Leu Leu Met Lys Ser His His Gin Asn Thr Asn 
195 200 "205 



Leu Pro Met Lys Ser His His Gin Cys Thr His Pro Leu Met Arg Asn 
210 215 220 



His His Gin Cys Met Asn Pro Leu Met Arg Ser His Pro Gin 
225 230 235 



